Using individual or a consortium of bacteria ot [MEID
for immuno-oncology research

Sylvie Maubant | Marie Leblanc | Elisabeth Bertrand | Audrey Bertaux | Loic Morgand | Maxime Ramelet | Marie Lux
Olivier Duchamp | Fabrice Viviani
Oncodesign, France

INNOVATIVE MODELS INITIATIVE AGAINST CANCER

oncOdesign

Vector of innovation

+i vivexia

. securing healthcare innovation

Scan QR to receive the poster!

RESULTS

A CONTEXT & OBJECTIVES
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